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pET-27h(+) Vector

The pET-27b(+) vector (Cat. No. 69863-3) carries an N-terminal pelB signal sequence for poten-
tial periplasmic localization, plus optional C-terminal HSVeTag® and His*Tag" sequences. This
vector differs from pET-25b(+) only by its selectable marker (kanamycin vs. ampicillin resistance).
Unique sites are shown on the circle map. Note that the sequence is numbered by the pBR322
convention, so the T7 expression region is reversed on the circular map. The cloning/expression
region of the coding strand transcribed by T7 RNA polymerase is shown below. The f1 origin is
oriented so that infection with helper phage will produce virions containing single-stranded DNA
that corresponds to the coding strand. Therefore, single-stranded sequencing should be performed
using the T7 terminator primer (Cat. No. 69337-3).
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signal peptidase
i, HSV+Tag . His+Tag”

GTCGACAAGLTTGLGECCGCACTCGAGATCAMACGEGLTAGLCAGCCAGAACTCGLCCCGRAAGACCCCGAGGATGTLGAGCACCACCACCACCACCACTGAGATCCGGETE
VolAsplysleuhloAloAlaleuGlul leLysArghloSerGinProGluleuhlaProGlulspProGiuAspValGluHisHisHisHIsHIsHIsEnd

Bpu11021 T7 terminat

CTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTGLTGCCACCECTGAGCAATAACTAGCATAACCCCTTGGGECCTCTAAACGGRTCTTGAGEGETTTTTTG
-

T7 terminator primer #69337-3

pET-27b(+) cloning/expression region
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PET-27h(+) Restriction Sites
Enzyme  # Sites Locations Enzyme # Sites Locations Enzyme # Sites Locations
Accl 2 23 3039 BsrFl 8 285 478 487 854 2066 Nialy 21
Acelll 7 935 1663 1994 2778 2919 2226 4425 5273 Notl 1 220
3221 5012 BssHI 1 1579 Nrul 1 4128
Acil 74 Bst11071 1 3040 Nsil 2 4321 4587
AN 2 1168 3269 BstEll 1 1349 Nspl 4 643 2614 2906 3273
Alul 22 Bstxl 3 970 1099 1222 Pii1108l 1 2055
Alwl 13 BstYl 9 132 252 446 732 1944 PiMI 2 750 4734
Alw21i 7 159 244 668 1152 2263 2461 3910 3921 4720 Plel 9 429 717 B04 1600 3163
3087 3587 Cacll 42 3648 4703 5107 5115
Alwddl 3 1148 3083 3583 Cjel 24 PshAl 1 2013
AlwNI 1 3685 CieP! 18 Pspsll 1 2275
Apal 1 1379 Clal 1 4162 Psp14061 4 830 2198 2504 4957
ApaBl 1 852 Cvidl 87 Pwul 1 47
Apol 6 246 1443 4084 4268 4974 CviRl 22 Puull 3 1768 1861 2860
4985 Del 11 Real 3 566 3980 4864
Aval 3 167 212 4343 Dpnl 22 Rsal 3 1315 3075 4306
Avall 5 1720 209 2184 2275 2554 Dralll 1 5172 Sacl 1 244
BamHl 1 252 Drdl 3 2962 3377 127 Sall 1 233
Banl 8 490 511 625 1088 1807 Drdll 2 891 5177 Sapl 1 3153
1937 2063 5209 Dsal 3 2714 605 2241 Saugsl 14
Banll 6 244 552 566 1379 4126 Eael 5 220 277 476 608 1842 Sau3al 22
5247 Eagl 1 220 Scrfl 22
Bbs! 5 166 1314 1653 2027 2387 Earl 3 786 3153 4284 StaNl 23
Biwl 28 Ecil 3 945 3343 3489 Stel 4 414 3534 3725 53N
Beel 14 Ecod7ll 3 573 2074 2523 Sgft 1 47
Beeg3l 6 21 1982 2152 3360 3658 Ecos57! 1 3817 SgrAl 1 487
3899 EcoNl 2 703 4383 Smal 1 4345
Beefl 6 687 1028 1655 3771 4790 Eco01091 3 53 601 2275 Sphi 1 643
5198 EcoRI 1 246 Sspl 2 4396 4964
Begl 8 214 248 1460 1494 1994 EcoRll 9 891 1206 1746 1803 3295 Styl 2 57 274
2028 2846 2880 3416 3429 4359 4716 Tagl 16
Bell 1 1182 EcoRV 2 2711 1618 Tagll 6 1076 1294 1967 3171 4725
Bfal 7 70 198 381 2283 3764 Faul 17 5076
4071 5323 Fokl 10 149 1214 1223 2488 2550 Thil 9 1847 2149 2319 2823 3244
Ball 2 20 2232 2628 2814 2955 4109 4715 4382 4438 4610 471
Bolll 1 446 Fspl 1 2250 Thal 35
Bmgl 1 1377 Gdill 4 220 476 608 1842 Tsel 28
Bpmi 4 1006 1495 2129 2796 Hael 7 279 896 22117 3284 3295 Tsp4sl 7 1343 2177 2708 2921 36
Bpuldl 2 2375 4488 3747 4558 4618 5345
Bput1021 1 80 Haell 14 Tsps09l 22
Bsahl 2 3021 5172 Haelll 24 Tthil 1 3014
BsaBl 3 445 451 2466 Hgal " Tl & 1007 1700 2730 3859 3866
BsaHl 5 491 512 626 1125 1808 HgiEll 2 766 3855 3898 4307 4434
Bsall 12 Hhal 46 Uball 18
BsaWl 7 2 1487 1990 2458 3475 Hindl 3 1067 4157 4699 Vspl 6 261 429 1853 1912 4670
3622 4606 Hincll 2 235 1674 4859
BsaXl 2 1827 5120 Hindlll 1 227 Xbal 1 380
Bsbl 2 2985 5079 Hinfl 18 Xeml 3 1024 1540 1558
BscGl 12 Hpal 1 1674 Xhol 1 212
BseRl 1 314 Hphl 16 Xmnl 3 262 2827 4860
Bsgl 3 109 1219 2429 Maell 14
Bsil 1 3442 Maelll 16 Enzymes thal do not cut pET-27b(+):
BsiEl 6 223 325 1953 3185 3609 Mboll 13 Aatll Al Agel Ascl Avrll
447 Miul 1 1168 Bael Bsal BsrGl Bsu36l  Dral
Bsli 23 Mmel 7 3484 3668 4113 4307 4669 Eam11051 Fsel Kpnl Muni NspV
Bsml 2 4355 4432 4678 5149 Pacl Pmel Pmil Pstl RieAl
BsmAl 6 865 1270 1396 1783 2910 Mnll 27 Rsrll Sacll Scal SexAl Stil
4487 Mscl 1 279 SnaBl Spel Sl SseB3871  Stul
BsmBl 3 1783 2910 4487 Msel 26 Sunl Swal
BsmFl 4 629 2170 2540 5387 Msll 6 1220 1508 1538 2256 2451
BsoFl 46 2842
Bsp24l 10 458 490 1009 1041 1311 Mspl 31
1343 3762 3794 3940 3972 MspAll 9 84 321 1198 1768 1861
Bsp12a6l 12 2860 2979 3611 3856
BspEl 2 2 2458 Mwol 40
BspGl 1 2795 Marl 4 491 512 626 1808
BspLU11L 1 3269 Meil 13
BspMI 1 322 Ncol 1 274
Bsrl 21 Mdel 1 342
BsrBI 4 401 3202 4870 5316 MgoAlV 5 285 478 2086 2226 5273
BsrDI 2 1215 1581 Nhel 1 197
Nialll 25




