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Cloning and Sequence Analysis of Lepus capensis Zona Pellucida 3 ¢cDNA

ZHANG Hao, HAN Chong-xuan® ,ZHENG Xue-li, WU Jing-long,SUI Dan-dan
(College of Forestry, Northwest A&F University , Yangling s Shaanxi 712100, China)

Abstract: In this study, specific primers were designed according to the ZP3 mRNA sequence of European
rabbit (Oryctolagus cuniculus) in GenBank. Using total RNA isolated from hare (Lepus capensis) ova-
ries, the complementary deoxyribonucleic acid (cDNA) encoding hare ZP3, named hZP3, was amplified
by reverse transcribed polymerase chain reaction (RT-PCR) for the first time ( Accession number:
KC447289). The hZP3 ¢cDNA contains an open reading frame of 1 260 nucleotides encoding a polypeptide
of 419 amino acid residues. Nucleotide identity between Lepus capensis and Oryctolagus cuniculus was
96%. The predicted ZP3 amino acids had the typical characteristics of ZP family. Phylogenetic tree analy-
sis suggested that Lepus capensis had the closest phylogenetic relationship with the Oryctolagus cuniculus ,
followed by rodents, in line with the laws of the evolution of species. The successful cloning of hZP3 cD-
NA provided a theoretical basis for future immune-contraceptive study on hare control.
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ATGGGGCTGAGCTACGGGCTCTTCGTCTGCCTACTGCTCTGGGGAGGCTCAGAGCTGTGCTACCCCCAGCCGCTCTGGTTCTTGCAGGGC
M 6L SY GLFVCLULTVLWSGSGSETLTCY®PAQPLWTFTULAQG

GGGACCCGCCAGCCGGCGCCCCCCGTGACGCCCGTGGTCGTGGAGTGTCTGGAGGCCCGGCTCGTGGTCACGGTCAGCAGAGACCTTTTT

G T R QP APPVTPVVVETCILEA ATRLUVV TV SRDTLTF
GGCACCGGGAAGCTCATCCAGGAGGCCGACCTCAGCCTAGGCCCCGAGGGCTGCGAGCCCCAGGCCTCCACGGACACCGTGGTCAGGTTT
G TG KL I Q EADULSTLTGT?PETGICEZ®PAQASTTDTV VRF
GAGGTTGGGCTGCATGAGTGTGGTAACAGTGTGCAGGTGACTGACGACTCCCTGGTGTACAGCTCCTTCCTGCTCCATGACCCCCGCCCC
EVGGLHETCGNSVQVTDD SULVY S S FLILHDUPTR RP
GCGGGAAACCTGTCCATCCTCAGGACCAACCGCGCCGAGGTCCCCATCGAATGTCGCTACCCCAGGCAGGGCAACGTGAGCAGCCGGGCG

AAGNL S I LIRTNZ RAEUVPTITEIERYU®PZ R QQGNUV S S RA
ATCCTGCCGACCTGGGTGCCCTTCTGGACCACAGTGCTGTCAGAGGAGAGGCTGGTGTTCTCTCTGCGCCTCATGGAGGCGAACTGGAGC

r.LepTWVPFW¥WTTVLSEET RTLUVFSULIRTILMEANTVWS
CGAGAAAAGATGTCCCCCACCTTCCACCTGGGCGACACGGCCCACCTGCAGGCAGAGGTCCGCACGGGCAGCCACCCGCCCCTGCTGCTG
R EXK MmS PTFHULGDTAUHTLISGQAEVRTSGSHPPILILL
TTCGTGGATCGCTGCGTGGCCACCCCGACACCGGACCAGAGCGGCTCCCCCTATCATACCATCGTGGACTTGCACGGCTGTCTTGTGGAC
F v DU RICVYAT®PT®PDAQSGSPYHTTIUVDTULIUHTGICTL VD
GGCCTCTCCGATGGAGCTTCCAAGTTCAAAGCCCCCAGGCCGAAGCCGGACGTGCTCCAGTTCATGGTGGCCGTGTTCCACTTCGCTAAC
G L SDGASKT FIKAPT®RU®PI KU®PDV L Q F MV AV F HTF AN
GACTCCAGGCACACGGTCTACATCACGTGTCACCTGAGGGTCATTCCTGCCCAGCAAGCCCCGGACCAGCTCAACAAGGCTTGTTCCTTC
D S RHTV Y I TIEKHTLZ RV IUPAQQAPTDU QLNTZEKAIKSTF
AACCAGTCCTCCAGCAGCTGGGTCCCGGTGGAAGGCAGTGCTGACATCTGTGAGTGCTGTGGCAACGGTGACTGTGACCTCATCCCAGGC
NQ SSSSWwvVv?epPVEGSADTIT CETCT CGNG? DT CDTLTIUPG
TCCCCCATGAACCAGAACCATGCTGCCCGGTCCTCTGTGCGAAGCCGCAGGCACGTGACGGAAGAAGCAGACGTCACCGTGGGCCCGCTG
S P M NQNHAARS SV RSRRUHHV TEZEADV TV G P L

ATCTTCCTGGGGAAGGCTGGTGACCCCGCCGGCACAGAGGGGCTGGCCTCCGCTGCACAGGCGACCCTGGTGCTGGGCTTCGGCCTGGCC
I F L G KAGDU®PAGTETGILASAAQATTILV L GF G L A
ACGGTGGTGTTCCTGGCTGTGGCTGCTGTGGTCCTGGGCCTTGCCAGGGGGTGCCACACTGCTTCCCACCCCAGGTCTGCTTCCCAATAA

T vv FL AV A AV YV L GLARTGT CHTASUHPR RS A S Q *

T 2 D W TE B bR B B B K AR AL AL T AE PO 8N R S A R BRI B

3 hZP3 cDNA
Fig.3 ¢DNA and deduced amino acid seqences of hZP3
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Fig. 7 ZP3 amino acid sequence alignment between hare and European rabbit
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