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Abstract:  Based on Proteins B3V7R2 in Nicotiana tabacum B9INW6 in Populus trichocarpa and Q19EF1 in
Arabidopsis thaliana  homologous with the three TIR-NBS-LRR-ype protein spots in Gossipium thurberi which were up—
regulated after the inoculation with Veriicillium dahliae the corresponding expressed sequence tags ( ESTs) of G.
thurberi were found by BLAST and three novel TIR-NBS-LRRike candidate genes was cloned from G. thurberi after
V. dahliae inoculation by silico cloning and rapid amplification of ¢cDNA ends ( RACE) . Bioinformatics analysis re—

vealed that all the three candidate genes possessed the typical functional domains including TIR NBS and LRR.

Phylogenetic analysis implied that the three candidate
12013-04-2 . . . . .
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. molecular mechanism of Gossipium Thurberi in response
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to cotton Verticillium wilt.
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Fig.5 Phylogenetic tree of the TIR-NBS-LRR genes from different plant species
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