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Isolation, identification and biological characteristics of
an H1N1 subtype isolate of swine influenza virus
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Abstract: To investigate the swine influenza epidemic, we collected nasal swabs and lung tissues from 690 health slaughtered
pigs in Nanjing area and 18 samples were positive for swine influenza virus (SIV) detected by RT-PCR. One virus was isolated by
inoculation of 10-day-old embryonated eggs via allantoic cavities and identified as HINI1 subtype, designated A/Swine/Nanjing/
50/2011(HINT). The HA and NA sequence analysis shown that the isolate were closely identical to A/California/04/2009(HINT1).
In addition, the pathogenic tests demonstrated the virus was able to cause death in mice (3/10) and induce clinical signs and lung
lesions in pigs. This study provided useful information and basic data for the further investigation of epidemic principles and
patterns of SIV in China.
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Table 1  Amino acid of HA proteins of

A/swine/Nanjing/50/2011 and the reference viruses

Residues amino acids of HA proteins

86 92 131 158 194 200 206 219 241 285 324
A/California/04/2009* pPT S G L T S I D P 1

Virus

AlJiangsu/1/2009° S TS G L A S I D P V
Alswine/Jangsu/38/201° S T P G L A T I D P V
Alswine/Jangsu/46/201° S T P G L A T 1 D P V
A/swine/Jangsu/285/201° S T P G L A T I D P V
A/swine/Nanjing/50/2011° S A P E I A T R G T V

Note: a: Isolate from ill pig; b: Isolate from health pig
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