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Establishment of the Nucleic Acid Sequence-based Amplification
Method for Detecting Vibio Alginolyticus
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Abstract: A new method, based on Nucleic Acid Sequence-based Amplification (NAS-
BA) to detect Vibio alginolyticus of samples, was established. A highly specific set of
primers was synthesized to target the hsp60 gene of Vibio alginolyticus so as to estab-
lish Nucleic Acid Sequence-based Amplification method. Specificity and sensitivity were
tested. The results showed that the sensitivity of NASBA was 6. 9 X 10%cfu » mL™" which
was higher than the result of PCR method. Detecting Vibio alginolyticus with NASBA
was more specific and sensitive than PCR method and has lower instrumental require-
ment. So,there is a broad prospect.
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Table 1 Reference strains used in experiments
1 Vibio alginolyticus ATCC 17749 1
2 Vibio alginolyticus 2
3 Vibrio vulni ficus ATCC 27562 2
4 Vibrio parahaemolyticus ATCC 17802 1
5 Vibrio cholerae serotype O1 ATCC 14035 1
6 Vibrio cholerae serotype 0139 ATCC 51394 1
7 Vibrio cholerae non-01/0139 ATCC 25872 1
8 Shigella sonnei CMCC(B)51592 1
9 Shigella dysenteriae CMCC(B)51252 1
10 Shigella flexneri CMCC(B)51572 1
11 Salmonella enteritidis ATCC 13067 1
12 Salmonella typhimurium ATCC 25241 1
13 Salmonella paratyphi-A ATCC 9150 1
14 Salmonella anatis ATCC 9270 1
15 0157.H7 Escherichia coli O157.H7 ATCC 35150 1
16 Escherichia coli ATCC 25922 1
17 Listeria monocytogenes ATCC 7644 1
18 Yersinia enterocolitica CMCC(B)52207 1
19 Citrobacter freundii ATCC 43864 1
20 Klebsiella oxytoca ATCC 43165 1
21 Enterobacter cloacae ATCC 700323 1
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Fig. 1 Instruction of universal nucleic acid detection device
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Fig. 2 NASBA detection for Vibio alginolyticus

2.3

' L |
| Ea‘ Eﬂl m
u i g N |

1, 32, ATCC 17749;3~14,
5, ATCC 1780256, ATCC 1403557,
ATCC 5139438, ATCC 25872;9,
(B)51592;10, CMCC(B)51252;11,
CMCC(B)51572;12, ATCC 13067,
3 NASBA

CMCC

Fig. 3 Specificity of NASBA detection system in

detection of Vibio alginolyticus
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Fig. 4  Sensitivity test of NASBA for Vibio alginolyticus ATCC 17749
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