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Identification of Transgenic Cotton with a Protein

Elicitor-encoding Gene peaTl
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Abstract:  The protein elicitor-encoding gene peall obtained from Alternaria tenuissima was inserted to pCAMBIA2300 to construct the

plant expressive vector pPCAMBIA2300-G4AS-peaTl which contains enhancer and poly-terminator. Then, the resulting vector was transferred

into cotton by pollen-tube pathway method. The positive transgenic line was screened with kanamycin resistance,PCR, and RT-PCR. The

resultant plant got more cotton bolls and the stem diameter was higher compared with the control.
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