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Molecular epidemiology study of influenza viruses of entry

passengers with fever at Zhuhai port
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Abstract: Objective To study the molecular epidemiology characteristics of influenza viruses of entry passengers with
fever at Zhuhai port during the 2009 influenza A (HIN1) pandemic globally. Methods A total of 976 entry passengers
with fever (temperature=37.5°C) were selected as the research objects from all the ports of Zhuhai during May 2009 to
April 2010. Their throat swab specimens were collected and the virus nucleic acid was extracted. Three multiplex
RT-PCR assays were used to screen type A, B and novel A (HIN1) 2009 influenza viruses simultaneously and detect the
subtypes of influenza A viruses. In addition, the full length of hemagglutinin (HA) and neuraminidase (NA) genes of
randomly selected 8 strains of A (HIN1) 2009 influenza viruses were amplified by RT-PCR for sequence analysis.
Finally, SPSS17.0 software was used for statistical analysis of both epidemiological and experimental data. Results Of
976 febrile passengers detected, 331 cases were positive for influenza viruses, of which 96.98% (321/331) were influenza
A and 3.02% (10/331) were influenza B. Of 321 influenza A viruses that were subtyped, 92 (28.66% ) were novel
influenza A (HINI1) 2009, 65 (20.25% ) were human seasonal influenza A (HINI) and 164 (51.09% ) were human
seasonal influenza A (H3N2). These results showed that the most common subtypes of influenza viruses do still circulate
in normal ways during the 2009 influenza A (HIN1) pandemic. Sequence analysis showed that the homologies of
hemagglutinin (HA) and neuraminidase (VA) genes between the influenza A (HIN1) 2009 strains isolated at Zhuhai port
and the prototypical strain of A/California/04/2009 (HIN1) were 99.86% and 99.89%, respectively. It was clearly visible
that the genetic relationship between them was very close. Logically, the biological characteristics of them can be

speculated to be similar. Conclusion The molecular epidemiologic characteristics of influenza viruses at Zhuhai port
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illustrated in this study have important reference value to guide the prevention and control of influenza at the frontier port.
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