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ERIC - PCR Fingerprint of Intestinal Microflora of Epidemic Abdominal Distention Disease in Domestic Rabbit

HU Bo FAN Zhi-yu WANG Fang' etal (Institute of Veterinary Medicine Jiangsu Academy of Agricultural Sciences/Key Laboratory of
Veterinary Biological Engineering and Technology Ministry of Agriculture/National Center for Engineering Research of Veterinary Bio-prod—
ucts Nanjing Jiangsu 210014)

Abstract  Objective To establish the DNA fingerprint of intestinal microflora of epidemic abdominal distention disease in domestic rabbit
and to analyze the overall structural differences of intestinal microflora. Method The total DNAs were extracted from the intestinal samples of
rapids and enterobacterial repetitive intergenic consensus sequence-polymerase chain reaction ( ERIC — PCR) was used to set up the DNA fin—
gerprint of intestinal microflora. The overall differences existed among the fingerprints of intestinal microflora were compared. Result The
number of DNA bands about large intestinal samples was obviously less in diseased rabbits than in healthy subjects while the small intestinal
samples showed similar DNA bands indicating that significant differences existed in large intestine between diseased rabbits and healthy ones.
The principal band of DNA fingerprint of READ samples appeared at about 350 bp while no principal band was found in healthy samples. The
corresponding Shannon’ s diversity indexes of diseased rabbits and healthy rabbits were (2.03 £0.49) and (3.30 £0.31) respectively
showing significant differences (P < 0.01). Conclusion The diversity of large intestine microflora significantly reduces compared with
healthy rabbits. It is likely that one or more principal microflora exist in the intestinal tissue of READ rabbits.
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Note: A. Normal sample of small intestine; B. Small intestinal sample of rabbits with epidemic abdominal distention disease; C. Normal sample of large in—

testine; D. Large intestinal sample of rabbits with epidemic abdominal distention disease. M. DNA Marker DI12000; 1 —9. Samples.
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Fig.1 DNA fingerprint of intestinal microflora in rabbits
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