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Porcine Circovirus like Virus P1 Infection and Its Molecular Characteristics
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Abstract: Porcine circovirus like virus P1 is a new pathogen emerging in porcine and causing postweaning mul—
tisystemic wasting syndrome( PMWS) dike signs. P1 has the smallest genome up to now. To investigate the preva—
lence and molecular characteristics of P1 complete viral DNA genome sequences were amplified by PCR cloned
and sequenced. Bioinformatics was employed to analyze the nucleotide sequence and phylogeny. The results of this
study indicated that the prevalence of P1 in the pig farms were quite high the nucleotide sequence similarity of P1
was 99.1% to 100% and it could be classified in two sublineage; Meanwhile distribution of P1 in samples were al—
so detected by immunohistochemistry.
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Tab.1 Detection of P1 by PCR in different farms from China during 2009 —2012

() PMWS

Provinces ( Municipality)

/ Pl ( 1%)

History of PMWS  Sample types Number of samples No. PCR P1 positive pigs( Positive rate)

N Jiangsu Zhejiang
Jiangsu Zhejiang Anhui Shanghai
N Henan Anhui

Hebei

407 36( 8. 85)
660 225(32.3)

14 10(71.4)
2 2(100)
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Fig.1 Schematic phylogeny showing the genome
sequences of the twenty-two porcine circovirus-ike
virus P1 from China swine herds based on the

neighbor-joining method using Mega version 3. 1
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Fig.2 Immunohistochemical staining of lung and
jejunum samples from P1-positive pigs from China
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