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[Abstract] Objective: To clone the full-length genome of hepatitis B virus(HBV) (China isolate), construct HBV infectious
replicon, and consequently establish cell model for HBV replication in vitro. Methods: Using conserved primers, the full-
length genome of HBV was cloned from clinical serum sample. Then, 1.3—fold overlength genome of HBV, from the obtained
HBV genome, was constructed by splicing of overlap extension PCR(SOE-PCR) and then cloned into pBluescript KS(+) to
generate recombinant plasmid of pHBV1.3. The recombinant plasmids of pHBV1.3 were further transfected into HepG2 cell
line. ELISA were performed to detect the levels of HBsAg and HBeAg in supernatant of HepG2 cells, Western Blot was
utilized to reveal the level of intracellular HBsAg and HBeAg, and real-time PCR was used to analyze the titer of HBV DNA
in supernatant. Antiviral effect of adefovir was evaluated in pHBV1.3(C) transfected HepG2 cells. Results: The full-length
genome of HBV (China isolate) was successfully cloned from clinical serum sample, and DNA sequencing result revealed that
the genotype of the obtained HBV(GenBank accession No. KF495606) belongs to C type. The recombinant plasmid of HBV
infectious replicon was constructed from cloned HBV genome and named pHBV1.3(C). HBV gene carried in pHBV1.3(C)
could efficiently replicate and express in HepG2 cells. Adefovir could inhibit HBV replication in this HBV cell model and the
inhibition effect depended on the concentration of drug. Conclusion: The infectious replicon of HBV could be rapidly
constructed by SOE-PCR, the obtained HBV construct could initiate viral replication efficiently in pHBV1.3(C) transfected
hepatoma cells, which provide a useful in vitro cell model for HBV research.
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