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Analysis of bioinformatics and tissue specific expression profile of endoplasmic re-
ticulum chaperone Calnexin gene in chicken
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Abstract: The aim of this study is to prove the genetic characteristics, the protein structure and
function of Calnexin(CNX) of chicken, it is one kind of endoplasmic reticulum chaperone mem-
bers. Based on the chicken CNX sequence,the homology of the molecule nucleotide and amino acid
sequence from 12 species was analyzed by bioinformatics, the tissue specific expression profile a-
bout 30 tissues of 35-day-old Hailan white chicken CNX mRNA was analyzed by qRT-PCR in this
study. The results showed that the nucleotide sequence and the amino acid sequence of CNX were
conserved in some degree among different species. CNX is a transmembrane protein and has no sig-
nal peptide. This protein may belong to the enzyme classification EC 1. 11. 1. 9. CNX plays viability
by binding specifically with carbohydrate. Chicken CNX mRNA is widely expressed in chicken tis-
sues, high level existed in the ileum, artery and glandular stomach. These results indicated that
CNX was one of necessary protein molecules in chicken body and might play a significantly impor-
tant role in the digestive system and cardiovascular system.
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