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Research on Effect of Telomerase RNA Template Site-specific

Mutagenesis on Cancer Cell Bcap-37
WEI Jing-hang s YANG Li-yuan, ZHENG Jie, LU Qi, HE Dan-feng, LIU Xiao-chuan

(Bioengineering Institute, Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract: Telomerase is rarely expressed in normal somatic cell, but highly expressed in most human

malignant tumor and cell lines. This implies that telomerase activity might be closely related to tumor.

This research observes the effect of telomerase RNA template site-specific mutagenesis by detecting telom-

erase activity, telomere length and cell apoptosis with tumor tissue block formed in nude mouse inoculated

with human mammary cancer cell line Bcap-37 as the experimental material. The result shows that samples

in MT-hTER group have a lower telomerase activity and shorter telomere length than the control group;

the karyomorphism is not stable enough and there is cell apoptosis; however, in the control group, the

karyomorphism is stable and cell apoptosis rarely occurs. Results above indicate that telomerase RNA tem-

plate site-specific mutagenesis changes the telomerase activity, telomere length and cell apoptosis occur-

rence rate of human mammary cancer cell line Bcap-37 to a certain extent.

Key words: human mammary cancer cell line Bcap-37; telomerase activity; telomere length; cell apop-

tosis



